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Genome features including morphology, classification, gene content and
organization; genome analysis; the human genome project and genome projects of
model organisms; comparative genomics; analysis of transcriptomes and proteomes by
different techniques; and applications.
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Analysis of Proteome Expression Proteomics
J0aUs=avALBOWTASSU 1+ 56 7

WamsiSgug: e 1.2+3.1

Waau : « Aagn

ASUDUKIIELIU

1-2 Genomics: 1. Introduction to Genomics 2. uunANUIIASALAITaY,
Genome Analysis 2.1 Sequencing Technology |[discussion, presentation
- First Generation sequencing - Second-
Generation Sequencing - Third Generation
sequencing 2.2 Genome sequencing by high
throughput sequencing 2.3 Sequence
Polymorphism (SNPs, Indel, --+) and
Comparative Genomics 2.4 Genome
Association Mapping 3 Applying Genomics to
research
J0auUs:avALlGOWTNSSU ie 123
wamsiSgug:e1.23.1
Waau : « Wauun

3-5 Transcriptomics 1. Introduction to SuUNANUIBINSAIREITOY,
Transcriptomics 2. Analysis of transcriptome |discussion, presentation
2.1.DNA microarray 2.2. RNA-Seq, Single-cell
Seq 3. Gene Function Annotation (GO, KEGG
pathway) 4. Translatome 5. Applying
Transcirptomics to research
Jaaus:zavAgownanssu : « 4
wWamsiSgug:e1.23.1
Waou : « Sswod

6-7 Epigenomics 1. Introduction to Epigenomics
2. Epigenetics (mechanisms) - DNA
methylation - Histone modification - Small
RNA Interference 3. Analysis of epigenetic
changes - Sequencing technique - Chip-Seq 4.
Applying Epigenomics to research
Jaaus:avAlgowganssu : . 1
Wamsisgus:+ 1.2
Waou : « nagN

8 dounaivma
J0aUs:avALEOWaTNSSU 1+ 56
WamsiSgus:+ 1.2
Waou : « AT « WU « SSWou
9 Proteomics 1. Introduction to proteomics 2. |- SuunANUIFERIRYIToL -

Presentation




10 Proteomics - Structural proteomics - dwuunmwSmmsﬁlf‘iaaﬂa\),
j0auUs:avALgowaanssy o 7 discussion

WamsISgug: e 1.2+3.1
Raou : « tAomseug

11-12 |Proteomics - Interaction Proteomics 3. - 8uUNANUSIAMSALAYITDY,
Protein interaction network 4. Applying discussion, presentation
Proteomics to research
Jaaus:avALlGowginssu :+ 8+ 9
WamsiSgug:e1.23.1

Waau : « naen

13-15 |Metabolomics 1. Introduction to - uunANUIIMSALAEIGaL,
Metabolomics 2. Analysis of Metabolome NMR | discussion, presentation
Mass Spectrometry (LC/GC MS/MS) 3.
Metabolic network 4. Applying Metabolomics
to research

Waou : « FINDSSD
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